Introduction
The liver is the largest internal organ providing essential metabolic, exocrine and endocrine functions. These include production of bile, metabolism of dietary compounds, detoxification, regulation of glucose levels through glycogen storage and control of blood homeostasis by secretion of clotting factors and serum proteins such as Albumin.
Hepatocytes are the principal cell type in the liver accounting for ∼70% of the mass of the adult organ. Hepatocytes, along with biliary epithelial cells (BECs; also known as cholangyocytes) are derived from the embryonic endoderm, while the stromal cells, stellate cells, kuppfer cells and blood vessels, are of mesodermal origin (see Fig. 1 ). The use of animal models, such as the mouse, chicken, zebrafish and Xenopus, as well as primary cell cultures has identified many of the genes and molecular pathways regulating embryonic liver development. These studies show that much of hepatogenesis is evolutionarily conserved and occurs through a progressive series of reciprocal tissue interactions between the embryonic endoderms and nearby mesoderm (see Fig. 2 ; Zaret, 2008; . The application of this information has recently enabled researchers to produce "hepatic-like" tissue from embryonic stem (ES) cells in vitro, which may ultimately lead to therapeutically useful tissue for transplantation. This review summarizes the current understanding of liver and biliary system development focusing on studies the in mouse embryo where this process is best understood. The schematic shows mouse embryos at different stages of development with the endoderm tissue highlighted in yellow, the liver in red and the gall bladder in green. The major developmental events are listed below. The endoderm germ layer is formed during gastrulation (e6.5-e7.5). Throughout gastrulation and early somite stages of development (e7-e8.5) the endoderm is patterned along the A-P axis into foregut (fg) midgut (mg) and hindgut (hg) progenitor domains. Morphogenesis forms foregut and hindgut pockets as the endodermal cup is transformed into a gut tube. By e8.5 hepatic fate specified in a portion of the ventral foregut endoderm adjacent to the heart. As the embryo grows the endoderm forms a gut tube and the liver domain moves to the midgut. The liver diverticulum (ld) forms by e9 and expands into an obvious liver bud (lb) by e10. The liver grows, and by e15 hepatoblasts are differentiating into hepatocyte and biliary cells. Final maturation of the liver is gradual and continues into the postnatal period.
Overview of liver development
The endoderm germ layer is established during gastrulation and forms a primitive gut tube that is subdivided into foregut, midgut and hindgut regions (see Fig. 2 ). Fate mapping studies in the mouse embryo at embryonic day 8.0 of gestation (e8.0) indicate that the embryonic liver originates from the ventral foregut endoderm (Tremblay and Zaret, 2005) . The first morphological sign of the embryonic liver is the formation of the hepatic diverticulum, an out-pocket of thickened ventral foregut epithelium adjacent to the developing heart at e9.0 (see Fig. 2 ). The anterior portion of the hepatic diverticulum gives rise to the liver and intrahepatic biliary tree, while the posterior portion forms the gall bladder and extrahepatic bile ducts. At e9.5, the hepatic endoderm cells, known as hepatoblasts delaminate from the epithelium and invade the adjacent septum transversum mesenchyme (STM) to form the liver bud (Houssaint, 1980; Le Douarin, 1975; Medlock and Haar, 1983) . The STM contributes fibroblasts and stellate cells of the liver. Between e10-15 the liver bud undergoes a period of accelerated growth as it is vascularized and colonized by hematopoietic cells to become the major fetal hematopoietic organ.
The hepatoblasts are bi-potential and those residing next to the portal veins become BECs that will line the lumen of the intrahepatic bile ducts (IHBD), while the majority of hepatoblasts in the parenchyma differentiate into hepatocytes (Lemaigre, 2003; Shiojiri, 1984) . The maturation of functional hepatocytes and the formation of a biliary network connected to the extrahepatic bile ducts (EHBD) are gradual. Beginning at e13 this process continues until after birth to generate the characteristic tissue architecture of the liver.
Cellular architecture of the liver
Within the adult liver, the IHBD, portal vein and hepatic artery run in parallel and are referred to as the "portal triad" (see Fig. 3 ). The portal triad is surrounded by hepatocytes arranged in single cell sheets known as hepatic plates, separated by sinusoid spaces that are connected to a network of blood vessels capillaries. Blood plasma from the portal vein enters the sinusoid space and comes into direct contact with the basal surface of hepatocytes, which absorb metabolites and toxins. Bile is secreted from the apical surface of adjoining hepatocytes into the bile canaliculi (grooves in the cell surface), and then flows though the IHBD to the extrahepatic bile ducts (EHBD), and into the gall bladder where it is stored before release into the duodenum. This cellular architecture is essential for proper hepatic function. (A) The schematic shows an adult liver (red), with the gall bladder and extra hepatic ducts (green), in relation to the stomach and intestine (yellow). The extra hepatic duct system consists of the hepatic ducts (hd), which drain bile from the liver into the common hepatic duct (chd) to the gall bladder via the cystic duct (cd) and into the duodenum through the common bile duct (cbd). (B) A schematic of the cellular architecture of the liver showing the hepatocytes (pink) arranged in hepatic plates separated by sinusoid spaces radiating around a central vein. Bile canaliculi on the surface of adjoining hepatocytes drain bile into the bile ducts (green), which run parallel to portal veins (blue) and hepatic arteries (red) to form the "portal triad". (Panel B is adapted with permission from Bloom and Fawcett: A Text Book of Histology 10th Edition).
Endoderm formation
In amniotes the definitive endoderm emerges as a sheet of cells from the anterior end of the primitive streak during gastrulation. The multipotent endoderm gives rise to the epithelium of the gastrointestinal and respiratory systems, as well as the glandular and ductal cells of the pancreas, lung, thyroid, thymus and of course the hepatocytes and biliary epithelium. Signaling by the TGFβ growth factor Nodal initiates both endoderm and mesoderm formation in a concentration-dependant manner, with low Nodal doses inducing mesoderm and higher doses inducing endoderm (Shen, 2007; Zorn and Wells, 2007) . Nodal signaling stimulates the expression of a core group of endoderm transcription factors including the HMG domain DNA-binding factor Sox17 and the fork head domain proteins Foxa1-3 (HNF3α/β/γ ; Zorn and Wells, 2007) which in turn regulate a cascade of genes committing cells to the endoderm lineage.
Endoderm patterning: making the foregut
Initial endoderm patterning is coincident with germ layer formation, as the cells that first emerge from the primitive streak give rise to more anterior endoderm (Lawson and Pedersen, 1987) . Anterior endoderm fate requires higher levels of nodal signaling than posterior endoderm cells and expresses Foxa2, which is preferentially required to make anterior definitive endoderm (Dufort et al., 1998; Zorn and Wells, 2007) .
Throughout gastrulation and the early somite stages of development morphogenetic movements turn the endoderm into an epithelial gut tube surrounded by mesoderm. During this time the gut tube epithelium is further patterned along the anterior-posterior (A-P) axis into foregut, midgut and hindgut domains by secreted factors from the adjacent mesoderm. These domains can be identified by the expression of transcription factors such as Hhex in the foregut, Pdx1 in the midgut and Cdx in the posterior endoderm. (Grapin-Botton, 2005; Moore-Scott et al., 2007) . The foregut contains the common precursors of the liver, gall bladder, pancreas and lungs (Chalmers and Slack, 2000; Deutsch et al., 2001; Serls et al., 2005; Tremblay and Zaret, 2005) . Initially regional identity is plastic and when posterior mesoderm is experimentally recombined with early foregut endoderm it can repress liver and pancreas development, and the endoderm adopts an intestinal fate (Gualdi et al., 1996; Horb and Slack, 2001; Kumar et al., 2003; Okada, 1954; Wells and Melton, 2000) .
Liver development

Foregut development requires repression of Wnt/β-catenin and FGF4
Over lapping temporal and spatial gradients of FGF, Wnt, BMP and retinoic acid secreted from the adjacent mesoderm appear to regulate regional identity of the endoderm (Chen et al., 2004; Dessimoz et al., 2006; Kumar et al., 2003; Martin et al., 2005; McLin et al., 2007; Roberts et al., 1995; Stafford et al., 2004; Tiso et al., 2002) . Exactly how these pathways confer regional identity is still unresolved, however recent studies in chick and Xenopus support a model where FGF4 and Wnts secreted from the posterior mesoderm repress foregut fate and promote hindgut development, while Wnt and Fgf4 signaling must be inhibited in the anterior endoderm to establish foregut identity (see Fig. 4 ; Dessimoz et al., 2006; McLin et al., 2007; Wells and Melton, 2000) . Secreted Wnt-antagonists expressed Recent evidence supports a model where, during gastrulation and early somite stages, differential Wnt and FGF signaling along the A-P axis patterns the naïve endoderm into foregut, midgut and hindgut progenitor domains that express the transcription factors Hhex, Pdx1 and Cdx respectively. While this model remains to be validated genetically in the mouse, the available data suggests that Wnt and FGF ligands expressed in a graded fashion in the mesoderm (red) signal to the adjacent endoderm (yellow) to repress foregut identity and promote hindgut fate. Secreted Wnt-antagonists expressed in the anterior endoderm are predicted to repress canonical Wnt/β-catenin activity.
in the foregut endoderm, such as Sfrp5 are predicted to keep Wnt signaling off in the foregut region. Experimentally blocking the activity of the canonical Wnt effector β-catenin in the Xenopus posterior endoderm is sufficient to ectopically activate Hhex expression and result in ectopic liver buds in the intestine (McLin et al., 2007) . Amazingly only hours later in development Wnt and FGF signaling have the opposite effects and promote hepatic development.
Hepatic competence
Establishment of the foregut progenitors is important step in hepatogenesis because in vivo only the foregut endoderm (but not the hindgut) is competent to develop into the liver (Fukuda-Taira, 1981; Le Douarin, 1975; Okada, 1954; Okada, 1960; Takata, 1960) . This intrinsic hepatic potential is probably due to the expression of transcription factors such as Foxa2, Gata4-6 and Hhex, which have important roles in early foregut organogenesis. In vivo DNAbinding studies in the mouse embryonic endoderm suggest that Foxa and Gata factors bind to enhancer elements of the Albumin gene to enhance chromatin accessibility and increase the ability or "competence" of such hepatic genes to be transcribed (Bossard and Zaret, 1998; Bossard and Zaret, 2000; Gualdi et al., 1996) . Consistent with this the conditional deletion of both Foxa1 and Foxa2 from the early foregut prevents liver induction .
Hepatic induction by FGF and BMP
At early somite stages of development (e8.5; 4-7 somites stage in mice), FGF signals from the developing heart and BMPs from the STM induce hepatic fate in the ventral foregut endoderm (see Fig. 5 ; Fukuda-Taira, 1981; Gualdi et al., 1996; Jung et al., 1999; Le Douarin, 1964a; Le Douarin, 1964b; Le Douarin, 1975; Rossi et al., 2001 ). This has been extensively studied using mouse embryo foregut explants, which when isolated at the 2-4-somite stage will express Albumin after 1-2 days in culture if the cardiac mesoderm is present. However, if the cardiac mesoderm is removed, or if either FGF or BMP signaling is blocked, liver induction does not occur (Calmont et al., 2006; Gualdi et al., 1996; Rossi et al., 2001) . Furthermore, exogenous FGF1 or FGF2 can replace the cardiac mesoderm and induce (red) and BMPs from the septum transversum mesenchyme (orange). Foregut endoderm isolated after the 5-7 somite stage will express liver genes such as Albumin, indicating that hepatic fate is specified. Different doses of FGF appear to induce lung (lu) and ventral pancreas (pa) from the foregut progenitors. Signals from the axial mesoderm (candidates included FGF4 and Wnt ligands) repress hepatic fate in the dorsal endoderm.
Albumin expression in foregut endoderm explants (Jung et al., 1999) . BMP signaling however is required, but not sufficient, for hepatic induction in explants and may act in part by maintaining Gata4/6 expression (Rossi et al., 2001 ).
Analysis of the signal transduction pathways downstream of FGF signaling indicates that the MAP kinase pathway regulates hepatic gene expression whereas the PI3 kinase pathway promotes hepatic growth (Calmont et al., 2006) . Gene targeting of FGF and BMP pathway components has not yet revealed a liver-induction phenotype in mice, due to early embryonic lethality and/or functional redundancy. However genetic analysis in zebrafish as well as experiments in chick and Xenopus indicate BMP and FGF signaling cooperatively regulate hepatic liver specification in these species Shin et al., 2007; Zhang et al., 2004) . In addition, Wnt2bb in the lateral plate mesoderm is required for hepatic specification in zebrafish (Ober et al., 2006) . Wnt2 and Wnt2b are also expressed in the mouse lateral plate mesoderm at the time of hepatic induction but their role has yet to be determined.
Mouse explant studies also suggest that different concentrations of FGF are critical for segregating different foregut organ lineages are from a common progenitor cell population, with high, intermediate and low levels of FGF signaling promoting lung, liver and ventral pancreas respectively (Deutsch et al., 2001; Serls et al., 2005) . It is still unclear whether it is the proximity, or the length of time that the endoderm is in contact with the cardiac mesoderm that controls the FGF dose. This process may be regulated in part by the homeobox gene Hhex (see Fig. 6 ), which regulates the proliferation of foregut endoderm cells and causes the epithelium to move in relation to the FGF-secreting cardiac mesoderm during development (Bort et al., 2004) .
Liver bud morphogenesis
Shortly after hepatic specification (e8.5 to e9.0) the epithelium begins to express liver genes (Albumin, Afp, Hnf4α) and thickens as the cells transition from a simple cuboidal to a pseudostratified columnar epithelium, thus forming the liver diverticulum (Bort et al., 2006) . Between e9.0 to e9.5 the laminin-rich basal layer surrounding the hepatic endoderm breaks down, and the hepatoblasts delaminate and migrate into the STM to form the nascent liver bud (see Fig. 7 and Fig. 8 ; Bort et al., 2006; Houssaint, 1980; Margagliotti et al., 2008; Medlock and Haar, 1983; Shiojiri and Sugiyama, 2004 . Liver bud morphogenesis. The schematics depict transverse sections through the gut tube at the level of the liver diverticulum at different developmental stages in liver bud formation. After hepatic specification by FGF and BMP signals from the heart and septum transversum mesenchyme (STM) the hepatoblasts begin to express liver markers, the hepatic epithelium thickens then and transitions from a columnar to a pseudostratified epithelium (e8.75-e9.0). At this stage the hepatic epithelium is embedded in the STM and surrounded by a laminin rich basement membrane and endothelial cell precursors. By e9.5 the basal lamina breaks down and hepatoblasts delaminate and migrate into the STM to form the liver bud. Signals from the endothelial cells, the STM, as well as the activity of the indicated genes are required for this process.
Hhex and Gata
Initially expressed throughout the ventral foregut endoderm, the homeodomain factor Hhex becomes enriched in the hepatic endoderm by e8.5 (see Fig. 6 ) and then persists in all the hepato-biliary cell lineages throughout development (Bogue et al., 2000; Hunter et al., 2007; Thomas et al., 1998) . Hhex-/-embryos lack liver, gall bladder and ventral pancreas buds at e10.5 (Keng et al., 2000; Martinez Barbera et al., 2000) and studies indicate that Hhex function is required at multiple time points in the development of these lineages (Bort et al., 2004; Hunter et al., 2007; sections 4, 7 and 8) . In addition to controlling foregut endoderm proliferation, Hhex is required for hepatoblast delamination. In e9.0 Hhex-/-embryos the hepatic endoderm transiently expresses liver genes, but the epithelium arrests in a simple columnar state, the hepatoblasts fail to invade the STM (Bort et al., 2006) . , which activates the Rosa26-reporter allele resulting in permanent β-galactosidase expression in the gut epithelium and liver diverticulum (l.d.). (B) A transverse section through the liver diverticulum of the embryo in (A) stained with anti-HNF4α antibodies, shows the endoderm in blue and the HNF4α-expressing hepatoblasts invading the STM.
The zinc finger transcription factors Gata4 and Gata6 are expressed in a variety of tissues including the foregut endoderm, heart and STM. Mutations in either Gata4 or Gata6 result in early lethality due to defects in the extra embryonic tissue (Duncan, 2005) . However in tetraploid chimeric embryos where only the epiblast was derived from Gata4-/-or Gata6-/-ES cells, hepatic development arrested at ∼e9.5 (Watt et al., 2007; . Similar to the Hhex mutants, hepatic gene expression was initiated but not maintained and the hepatoblasts failed to delaminate. Gata4-/-embryos also lack STM suggesting that part of the defect could be non-cell autonomous (Watt et al., 2007) . Compound Gata4-/-; Gata6-/-mutants have early defects in foregut morphogenesis but the liver phenotype has not yet been reported in these embryos . The proposed role for Gata factors in hepatic competence (section 3.2) predicts that liver development should not initiate in the compound mutants, which is consistent with the antisense depletion of Gata4, Gata5 and Gata6 in zebrafish and Xenopus embryos (Afouda et al., 2005; Holtzinger and Evans, 2005; Shin et al., 2007) .
Prox1, Onecut and the ECM
The homeodomain transcription factors Prox1, Onecut-1 (OC-1, also known as Hnf6) and Onecut-2 (OC-2) also regulate hepatoblast delamination, but act slightly later than Hhex and Gata. Prox1 is expressed in the hepatic epithelium by e8.5 (Burke and Oliver, 2002) . In Prox1-/-embryos hepatoblasts are specified and begin to proliferate, but the basal lamina fails to degrade and the cells remain trapped in the hepatic diverticulum (Sosa-Pineda et al., 2000) . OC-1 and OC-2 are expressed in the foregut endoderm and hepatoblasts, and are redundantly required for the timely degradation of the basal lamina (Margagliotti et al., 2007) . At e9.5, OC-1;OC-2 double mutants resemble the Prox1-/-phenotype, but later hepatoblast invasion recovers resulting in a hypoplastic fetal liver. These mutant livers also have bile duct and gall bladder defects due to later roles of OC-1 and OC-2 (sections 7.2 & 8).
Hepatoblasts normally down regulate E-cadherin as they migrate into the STM, however this does not occur properly in Prox1 and OC1;OC2 mutants. Studies suggest that Prox1 and Onecut factors control hepatoblast migration by regulating the expression of extra cellular matrix (ECM) proteins and ECM remodeling enzymes such as matrix metalloproteinases (MMPs; Margagliotti et al., 2007; Medico et al., 2001; Papoutsi et al., 2007) . Hepatoblasts and the STM express several MMPs at e9.5 and pharmacological inhibition of MMP activity suppresses hepatoblast migration in culture (Margagliotti et al., 2008) . The importance of cell-ECM interactions is also illustrated by the fact that hepatoblasts deficient for the laminin receptor β1-integrin are unable to colonize the liver bud (Fassler and Meyer, 1995) . Small GTPases, well known for regulating cell migration, also appear to be involved because hepatoblasts fail to invade the STM in embryos with null mutations in the Pccmt gene, which encodes a GTPase modifying enzyme (Lin et al., 2002) .
Endothelial signals
At e9.0, prior to vascularization of the liver bud, endothelial precursor cells lay between the hepatic epithelium and the STM (see Fig. 7 ). This close contact with blood vessels persists as hepatoblasts migrate into the stroma. Null mutations in the vascular endothelial growth factor receptor gene Vegfr-2 (also known as Flk-1) results in embryos that lack endothelial cells and the hepatoblasts fail to delaminate in these embryos (Matsumoto et al., 2001 ). In addition angiogenesis inhibitors repress liver bud growth in culture, suggesting that endothelial cells provide unknown paracrine factors promoting hepatoblast migration and/or proliferation. One candidate that has emerged from chick 8
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Liver development embryo studies is the Glial-derived neurotrophic factor, Neurturin, which is secreted from blood vessels and acts as a hepatoblast chemoattractant via the GFRα2 receptor (Tatsumi et al., 2007) .
Liver bud growth
Between e9.5 to e15 the liver bud undergoes tremendous growth and becomes the major site of fetal haematopoiesis. This growth is regulated by paracrine signals from hepatic mesenchyme, as well as by genes that act intrinsically in the hepatoblasts. Mutations in many of these genes result in a similar embryonic lethality between e10-e16 due to impaired hepatoblast proliferation and/or increased cell death, which often causes severe anemia because the defective liver cannot support fetal haematopoiesis.
Mesenchymal signals
The STM and hepatic mesenchyme (e.g. stellate cells) secrete a variety of growth factors including; FGF, BMP, HGF, Wnt, TGFβ and RA that promote hepatoblast migration, proliferation, and survival (see Fig. 9 ). Figure 9 . Liver bud growth. The schematics depict the liver bud at e9.5 when the hepatoblasts are invading the STM and at e10.5, when the hepatoblasts have grown into the liver bud in characteristic "chords" that are intermingled with the hepatic mesenchyme. At e10.5 haematopoietic cells also colonize the liver bud. Some the genes involved in liver bud growth are indicated.
In addition to their earlier role in hepatic specification, FGF (via PI3 kinase) and BMP signaling also promote liver bud growth (Berg et al., 2007; Calmont et al., 2006; Jung et al., 1999; Rossi et al., 2001; Sekhon et al., 2004; Shin et al., 2007; Yanai et al., 2008) . Hepatocyte Growth Factor (HGF) signaling through its tyrosine kinase receptor c-Met (Defrances et al., 1992; Iida et al., 2003; Ishikawa et al., 2001 ) is also required for hepatoblast proliferation (Birchmeier et al., 2003; Bladt et al., 1995; Moumen et al., 2007; Sachs et al., 2000; Schmidt et al., 1995) . In addition to being a hepatocyte mitogen HGF also promotes hepatoblast migration (Block et al., 1996; Medico et al., 2001; Michalopoulos et al., 1993) , in part by activating the small GTPase Arf6 (Suzuki et al., 2006) .
Although Wnt/β-catenin signaling appears to repress liver fate during earlier endoderm patterning stages of development (section 3.1), by e10 in the liver bud β-catenin has the opposite effect and promotes hepatic growth (McLin et al., 2007; Micsenyi et al., 2004; Monga et al., 2003; Suksaweang et al., 2004; Tan et al., 2008) . While the Wnt ligands involved are unclear (Zeng et al., 2007) , in the chick Wnt9a is expressed in hepatic fibroblasts, and antisense depletion of Wnt9a inhibits liver bud growth in culture (Matsumoto et al., 2008) . Multiple TGFβ ligands are also expressed in the liver bud mesenchyme (Pelton et al., 1991) . Embryos with compound heterozygous mutations in the TGFβ transcriptional mediators Smad2 and Smad3 have hypoplastic livers (Weinstein et al., 2001) , as do embryos deficient for the Smad interacting protein, Elf5 (Tang et al., 2003) and the receptor TGFβRIII (Stenvers et al., 2003) Liver bud growth also requires retinoic acid signaling (Wang et al., 2006) , which is controlled in part by the zinc finger transcription factor WT1 expressed in the STM and stellate cells (Ijpenberg et al., 2007) . The homeobox genes Hlx and Lhx2 as well as N-myc are also expressed in the STM, and null mutations in each of these results in reduced hepatoblast proliferation and increased apoptosis (Giroux and Charron, 1998; Hentsch et al., 1996; Porter et al., 1997; Wandzioch et al., 2004) , suggesting that they regulate the production of paracrine signals from the mesenchyme. Exactly how these different transcription factors and signaling pathways coordinate hepatic growth remains to be determined, but extensive cross talk appears to exist (Apte et al., 2006; Rossi et al., 2001; Weinstein et al., 2001 ). For example, explant cultures suggest that HGF and TGFβ signaling act in parallel converging on β1-integrin regulation (Weinstein et al., 2001 ). Moreover, FGF and HGF signaling stimulate many of the same intracellular kinase cascades (e.g. MAPK, JNK, Pi3K), and both have been reported to stimulate the activity of β-catenin in the liver bud, suggesting crosstalk with the Wnt pathway (Berg et al., 2007; Monga et al., 2002; Sekhon et al., 2004 ).
Hepatoblast proliferation and survival
A number of genes encoding regulators of proliferation, cell survival or metabolic stress are also required for liver bud growth including; c-jun (Eferl et al., 1999; Hilberg et al., 1993) , Xbp1 (Reimold et al., 2000) , Jumonji (Motoyama et al., 1997) , Foxm1b (Krupczak-Hollis et al., 2004), MTF-1 (Gunes et al., 1998) , Nrf1 , Tbx3 (Suzuki et al., 2008) and signal transduction components K-ras (Johnson et al., 1997), Pi3kr1 (Fruman et al., 2000) , Raf1 (Mikula et al., 2001 ) and Sek1 (Ganiatsas et al., 1998; Nishina et al., 1999; Watanabe et al., 2002) . Regulation of the inflammatory cytokine Tumor Necrosis Factor alpha (TNFα) is also important and embryos lacking components of the anti-apoptotic NFκβ complex exhibit TNFα mediated hepatoblast apoptosis (Beg et al., 1995; Bonnard et al., 2000; Doi et al., 1999; Li et al., 1999; Rosenfeld et al., 2000) .
Differentiation of hepatocytes and biliary epithelial cells
The differentiation of bi-potential hepatoblasts into hepatocytes or BECs begins around e13 of mouse development. Initially hepatoblasts express genes associated with both adult hepatocytes (Hnf4α, Albumin) and BECs (cytokeratin-19), as well as fetal liver genes such as α-fetoprotein (Afp). Hepatoblasts in contact with the portal vein form a monolayer, and then a bi-layer, of cuboidal biliary precursors that increase cytokeratin-19 (CK-19) expression and down-regulate hepatic genes. Between e17 and into the perinatal period focal dilations appear in the bi-layer and these become surrounded by portal mesenchyme to form IHBD, while the remaining bi-layer cells regress (see Fig.  10 ). This process, which involves tubulogenesis and apoptosis, is known as ductal plate remodeling. (Lemaigre, 2003 ; Figure 10 . Bile duct formation. The schematics show the steps of intrahepatic bile duct formation. Starting at e13 hepatoblasts in contact with the portal vein mesenchyme begin to adopt a biliary epithelium fate and form cuboidal epithelail layer. This layer duplicates and from e17 to the perinatal period, a process known as ductal plate remodeling results in focal dilations in the bi-layer which become surrounded by portal mesenchyme to form bile ducts, while the remaining bi-layer cells regress. Hepatoblasts in the parenchyma differentiate into hepatocytes. . Hepatoblasts in the liver parenchyma that are not in contact with portal veins gradually differentiate into mature hepatocytes. At e17 hepatocytes acquire their characteristic epithelial morphology arranged in hepatic chords with bile canaliculi on the apical surfaces. While defects in early liver bud growth are often embryonic lethal, disruption in hepatocyte maturation/function or ductal plate remodeling malformations (see Fig. 11 ) are observed in many human disorders Suchy, 2003; Desmet, 2005) . 
Hepatocyte differentiation
During mid-gestation the haematopoietic cells in the liver secrete the cytokine Oncostatin M (OSM), which in combination with glucocorticoid hormones, HGF and Wnt promotes hepatocyte differentiation (Kamiya et al., 2001; Michalopoulos et al., 2003; Suzuki et al., 2003; Tan et al., 2008) . OSM induces metabolic maturation by activating the gp130 receptor and a JAK/Stat3 signaling pathway (Ito et al., 2000; Kamiya et al., 1999) , while promoting morphological maturation into polarized epithelium via K-ras and E-cadherin (Imamura et al., 2007; . Some evidence suggests that HGF and OSM activity is balanced by TNFα, which inhibits maturation and maintains the proliferative capacity of fetal hepatocytes, allowing the liver to grow to the appropriate size before differentiating (Kamiya and Gonzalez, 2004) .
These secreted factors act in part by regulating a number of liver-enriched transcription factors including C/EBPα, HNF1α, Foxa1-3, nuclear hormone receptors and HNF4α (see Fig. 12 ), which function in a complex inter-regulatory network to control hepatocyte gene expression (Cheng et al., 2006; Kyrmizi et al., 2006; Odom et al., 2004; Qu et al., 2007) . Genetic analysis has confirmed a role for HNF4α, C/EBPα and HNF1α in hepatocyte differentiation. HNF4α is first expressed in hepatoblasts at e9.0 and Hnf4α-/-fetal hepatocytes fail to express many mature hepatic enzymes and lack normal hepatocyte morphology (Li et al., 2000; Parviz et al., 2003; Watt et al., 2003) . Genome scale chromatin immunoprecipitation assays suggest that HNF4α binds to the promoters of nearly half of the genes expressed in the mouse liver (Odom et al., 2004) , including genes encoding cell adhesion and junctional proteins (Battle et al., 2006) important in hepatocyte epithelial structure (Konopka et al., 2007; Satohisa et al., 2005) . C/ebpα-/-and Hnf1α-/-mice die neonatally from hypoglycemia caused by impaired hepatocyte maturation and defective glycogen storage (Pontoglio et al., 1996; Wang et al., 1995) , similar to mutations in the OSM receptor gp130 (Kamiya et al., 1999) . C/EBPα appears to inhibit hepatoblast proliferation and biliary development, while mediating HGF-induced hepatic gene expression (Rastegar et al., 2000; Soriano et al., 1995; Suzuki et al., 2003; Tomizawa et al., 1998; Yamasaki et al., 2006) 
Biliary epithelial cells
TGFβ, Wnt and Notch are candidate signals from periportal mesenchyme that promotes BEC development (see Fig. 12 ). There is evidence that a TGFβ signaling gradient emanating from the portal region promotes biliary differentiation in the adjacent hepatoblasts (Clotman et al., 2005; Clotman and Lemaigre, 2006; Weinstein et al., 2001 ). Wnt/β-catenin signaling also promotes BEC development (Decaens et al., 2008; Hussain et al., 2004; Monga et al., 2003; Tan et al., 2008) , and may act in part by stimulating the expression of EGF, which along with HGF can induce the formation of biliary structures in cultured hepatocytes (Block et al., 1996; Michalopoulos et al., 2003; Tan et al., 2005) .
Human Alagille syndrome (OMIN #118450) patients with autosomal dominant mutations in the Notch ligand gene Jagged-1 (Li et al., 1997; Oda et al., 1997; Yuan et al., 2006) have a paucity of IHBD (see Fig. 11 ), as do mice with compound heterozygous Jagged-1; Notch-2 mutations (McCright et al., 2002) . Recent analyses suggest that Jagged-1 expressed in the portal mesenchyme activates Notch-2 in adjacent hepatoblast, and this is required to maintain (but not initiate) BEC differentiation and for proper bile duct morphogenesis (Kodama et al., 2004; Loomes et al., 2007; Lozier et al., 2008; Tanimizu and Miyajima, 2004) . In response to the mesenchyme signals the periportal hepatoblasts down regulate pro-hepatic factors HNF4α, Tbx3 and C/EBP (which repress BEC development) and increase expression of BEC transcription factors OC1/HNF6, OC2 and HNF1β (see Fig. 12 ; Rastegar et al., 2000; Suzuki et al., 2008; Tanimizu and Miyajima, 2004; Yamasaki et al., 2006) . Fetal livers deficient for OC1/HNF6, OC2, HNF1β or Hhex exhibit excessive biliary cysts that fail to form proper IHBDs (Clotman et al., 2005; Clotman et al., 2002; Coffinier et al., 2002; Hunter et al., 2007) . At e13-e15 Hhex, OC1 and OC2 appear to regulate early hepato-biliary lineage segregation and attenuate premature BEC differentiation. OC1 and OC2 may act in part by modulating the response of hepatoblasts to TGFβ signaling (Clotman et al., 2005) . Later in development Hhex and OC1 function upstream of HNF1β and are required for ductal plate remodeling (Clotman et al., 2002; Coffinier et al., 2002; Hunter et al., 2007; Matthews et al., 2004) .
In addition to reduced hepatoblast proliferation Foxm1b-/-fetal livers lack IHBDs (Krupczak-Hollis et al., 2004) . It is currently unclear how Foxm1b fits into the genetic pathway of BEC development. Interestingly cell lines have been derived from bipotential fetal hepatoblasts that can be maintained and differentiated in vitro (Rogler, 1997; Strick-Marchand and Weiss, 2002) . These are likely to be instrumental in dissecting the genetic cascades regulating BEC/hepatocyte lineage segregation as well as provide potential source of hepatic tissue for tissue replacement therapy (section 9; Ader et al., 2006; Strick-Marchand et al., 2004; Strick-Marchand and Weiss, 2003) .
Gall bladder and extrahepatic bile ducts
Although BECs line the lumen of both the intrahepatic and extrahepatic biliary tract they have distinct developmental origins (Roskams and Desmet, 2008) , with the BECs of the gall bladder and extrahepatic bile ducts (EHBD) arising from the caudal portion of the hepatic diverticulum. While some of the same genes control BEC fate in both the IHBD and EHBD, other aspects of their development appears distinct. For example HNF6, HNF1b, Hhex and the Notch signaling effector Hex1 are required for IHBD as well as for gall bladder and EHBD development (Clotman et al., 2002; Coffinier et al., 2002; Hunter et al., 2007) . However haploinsufficency of the transcription factor Foxf1 results in a lack of EHBDs and a small gall bladder, but IHBDs are unaffected (Kalinichenko et al., 2002) . Foxf1 is 12 stembook.org Liver development expressed in the STM suggesting that it acts indirectly on the hepato-biliary epithelium. Evidence for such an extracellular signal has come from zebrafish where Fgf10 in the lateral plate mesoderm regulates the boundary between the liver, gall bladder, ventral pancreas and EHBD (Dong et al., 2007) .
Liver stem cells
The adult liver has a remarkable regenerative capacity and can completely re-grow when up to 70% of its mass is removed (Fausto et al., 2006; Michalopoulos, 2007) . However this ability is impaired in numerous diseases such as advanced cirrhosis and hepatitis resulting life threatening liver failure for which organ transplantation is currently the only clinical option. The implantation of isolated hepatocytes or the use of bio-artificial liver devices to provide limited liver function, are also becoming potential options (Dan and Yeoh, 2008; Horslen and Fox, 2004; McKenzie et al., 2008) . However, the scarcity of organ donors and the difficulty in culturing adult hepatocytes are serious limitation to this approach. Hepatic tissue made from stem cells holds the promise of an unlimited source of material for transplantation. Moreover the availability of large quantities of human hepatic tissue would facilitate the design of new pharmaceuticals as testing for liver toxicity is a common step in drug development. Researchers have attempted to generate hepatocytes from a variety of adult, fetal and embryonic stem cell sources (Dan and Yeoh, 2008; Lavon and Benvenisty, 2005; . These efforts, particularly the recent successes with embryonic stem (ES) cells, have been greatly facilitated by our understanding of embryonic liver development.
Regeneration and adult hepatic stem cells
The liver regenerates primarily by the proliferation of mature hepatocytes (Fausto et al., 2006; Michalopoulos, 2007) . However, the adult liver also contains hepatic progenitor cells that are activated when hepatocyte proliferation is inhibited, such as in severe cirrhosis (Fausto, 2004; . The hepatic progenitors appear to reside in the small terminal bile ducts and when activated they proliferate giving rise to a cell population called "oval cells", which can differentiate into both hepatocytes and BECs (Fougere-Deschatrette et al., 2006; . The bipotential nature of oval cells suggests that they originate from fetal hepatoblasts that remain undifferentiated in a stem cell niche within the ducts (Schmelzer et al., 2006) . Rodent Oval cell lines have been generated (Fougere-Deschatrette et al., 2006; and provide useful experimental models, but the exact origin and characteristics of hepatic progenitors in vivo are still obscure (Dan and Yeoh, 2008; Jelnes et al., 2007; Ochsner et al., 2007; Yovchev et al., 2008) . Interestingly, many of the developmental pathways that regulate hepatogenesis in the embryo, such as HGF, FGF, OSM, TNFα and Wnt appear to control Oval cell activation Bird et al., 2008; Hu et al., 2007) as well as hepatocyte proliferation during regeneration. (Fausto, 2004; Kelley-Loughnane et al., 2002; Michalopoulos, 2007; Tan et al., 2006) .
Making liver from ES cells
ES cells are capable of unlimited self-renewal and can differentiate into any cell type in the adult. For years investigators attempted to promote hepatic differentiation in ES cells, however initial results were hampered by variability, low yields and the heterogeneous nature of the cultures (Lavon and Benvenisty, 2005) . The breakthrough came from recapitulating the pathways controlling normal hepatic development in ES cells. The critical first step was the demonstration that mouse and human ES cell could efficiently generate definitive endoderm (DE) tissue (∼80% of the cells) by treating the cultures with high concentrations of the TGFβ family ligand Activin, to mimic the role of Nodal in the gastrula embryo (D'Amour et al., 2005; Kubo et al., 2004; Yasunaga et al., 2005) . Remarkably Activin treated ES cells express mesendoderm genes in a temporal fashion nearly identical to mammalian gastrulation. After a few days most of the cells express definitive endoderm genes (Sox17 and Foxa2), while mesoderm, pluripotency (e.g. Oct4) and extra embryonic endoderm genes are down regulated (D'Amour et al., 2005; Kubo et al., 2004) . Using this DE tissue as a starting material, a number of groups have generated hepatic-like cells from mouse and human ES cells in culture (reviewed in Dan and Yeoh, 2008; . While the details of the 15-20 day long differentiation protocols vary, most involve plating the DE on matrix (e.g. collagen) to mimic the hepatic ECM and then added FGF and/or BMP to mimic hepatic induction. This is followed by some combination of HGF, OSM, FGF and Dexamethasone to expand the hepatoblast population and to promote hepatic maturation (Agarwal et al., 2008; Baharvand et al., 2007; Cai et al., 2007; Chen et al., 2006; Cho et al., 2008; GouonEvans et al., 2006; Hay et al., 2008; Soto-Gutierrez et al., 2007; Teratani et al., 2005) . A detailed understanding of the stage specific genes expressed during normal liver development has allowed researchers to monitor the progress of hepatic differentiation in vitro.
Using these developemental protocols on mouse and human ES cells, researchers have successfully generated cultures where up to 70% of the cells exhibit a "hepatocyte-like" phenotype. These cells exhibit many features of hepatocytes including; (1) expression of hepatic enzymes, (2) hepatocyte morphology, (3) robust glycogen storage, (4) uptake and metabolizism of drugs and (5) secretion of albumin. Finally several groups have found that transfusion of ES derived hepatocytes into mice with various liver injury models exhibited a modest rescue of liver function, although engraftment of the cells into the host liver was very low (Agarwal et al., 2008; Cai et al., 2007; Gouon-Evans et al., 2006; Heo et al., 2006; Sharma et al., 2008) . ES cell derived hepatocytes implanted in a bio-artificial liver devices have also been shown to partially reverse fulminant liver failure and 90% hepatectomy in mice (Cho et al., 2008; Soto-Gutierrez et al., 2006) .
While these results provide a promising proof of principle there are still limitations. In addition to poor engraftment, the hepatic-like cells produced still have characteristics of fetal hepatocytes such as Afp expression (Agarwal et al., 2008; Cai et al., 2007; Gouon-Evans et al., 2006) , suggesting that the cells are not fully differentiated. It is likely that continued investigations into normal liver development would enhance our ability to differentiate ES cells into therapeutically useful hepatic tissue in vitro.
Conclusions
In the last ten years researchers have uncovered many of the genes regulating hepatogenesis. One of the emerging themes is that many of the same signaling pathways and transcription factors are used reiteratively, and have different functions at different times in development. A major challenge now is to understand how all these genes and pathways interact in a precise temporal sequence to direct a naïve endoderm cell into a functional hepatocyte. In addition there are still gaps in our knowledge of both early foregut patterning and later aspects of hepatic maturation. The recent rise of alternative model organisms such as genetic screens in fish and functional assays in Xenopus are helping to accelerate our understanding of early hepatogenesis (Cheng et al., 2006; Ober et al., 2006; Sadler et al., 2005) . Finally the use of hepatic progenitor cell cultures as well as in vitro liver development from ES cells will be valuable models for studying hepatic differentiation.
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